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[ F>ki&: Daniela S. Thommen, and Ton N. Schumacher. (2018) T Cell Dysfunction in
Cancer. Cancer Cell, 33:547- 562.
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E|F3kiR: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nature, 585:277—282.
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E R/ 3kiE: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nature, 585: 277-282.
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Fik(E4). 7EANFCDS" THIMh 3R T
LA 45 SR o o T A R R A8 0 T R T T 4 R 2
e, T ICFEAEAE RS 77 T 40 Mo ) I e 40 i B 775
WA T M & B —— S5 HR AR IEXT L. %%
KBLRA R AR R T T ML I A 77 A0 40
B TR IL, BT OA R BRI E
1L ) B 5 0 80 67 A0 R 5 2 PRt 80 A 4 50X
—HR . WS E A e, R AN
e o Y R TR DR 45 T T 4 L FR) A AN T
i




4 &y B www.lifeomics.com

Annexin V{%)

BLEREEEE MISEHE SLYEEETE PLELE
N FIPEEESs Ao N ZEIREEEEs T g
£ i § . £ -
= a

Em  MAHEREN N M HERELA 1% N Em AR N P R tR 9%
g4 cameiy BEFE Y BT g4 + R B BT

. ¥
& a &

4. MRSt bR A E R B RN THR AT AARE F £ R, ¥CD8' TAMMER
T TR ERE B 16F 10 MARIE S EAeIE536 h, RNHEFBIATRENAexin V (a).
ERMBIHFIFN Y FITNF o (b) BFE.

B 3&iR: Yingjie Bian, Wei Li, Daniel M. Kremer, ef al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nature, 585: 277-282.
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E R/ 3KiE: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nafure, 585: 277—-282.
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F<1. CD8" THNBhJEE £ At b B AR |ERRUEC,,

/NELCDS” T cells

B16F10

ACD8" T cells

7.728

0.735

4.288

#HEKIE: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nature, 585: 277-282.
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E 5 3k&iE: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nature, 585: 277—-282.
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E|F3KiE: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell

methionine metabolism and histone methylation. Nafure, 585: 277—-282.
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E R 3kiR: Yingjie Bian, Wei Li, Daniel M. Kremer, et al. (2020) Cancer SLC43A2 alters T cell
methionine metabolism and histone methylation. Nature, 585: 277—282.methionine metabolism
and histone methylation. Nature, 585: 277-282.
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methionine and impair CD8 T-cell function. Immunology & Cell Biology, 98: 623-625.
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